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Species Gene Symbol Gene ID GenBank Accession Transcript
Human GMPS 8833 BC012178 NM_003875

About the gene

Official Symbol GMPS

Previous Symbol -

Official Full Name | guanine monophosphate synthase

Synonyms GATD7

Location 3g25.31

Gene Type protein-coding gene

Uniprot ID P49915

Pathway/Library others

In the de novo synthesis of purine nucleotides, IMP is the branch point metabolite at which point the
pathway diverges to the synthesis of either guanine or adenine nucleotides. In the guanine nucleotide
Gene Summary pathway, there are 2 enzymes involved in converting IMP to GMP, namely IMP dehydrogenase (IMPD1),
which catalyzes the oxidation of IMP to XMP, and GMP synthetase, which catalyzes the amination of
XMP to GMP.
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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